NAD+ to NADH. The enzyme has been isolated from animals, plants, and bacteria-in animals and plants it occurs exclusively in the mitochondrial matrix, and in photosynthetic tissue it can be found in very large amounts (Bourguignon et al., 1988) . In plants it is involved in the photorespiratory carbon oxidation cycle because it is the site of release of photorespiratory C 0 2 and NH3 (Keys et al., 1978) .
The enzyme complex is composed of four subunits: 100-kD P-protein (pyridoxal phosphate binding), 14-kD H-protein (lipoamide containing carrier), 45-kD T-protein (tetrahydrofolate-dependent methylenetransferase), and 59-kD L-protein (lipoamide dehydrogenase), with a stoichiometry of 1 L-dimer:2 P-dimers:27 H:9 T (Oliver et al., 1990). The T-protein catalyzes the release of ammonia from the methyleneamine intermediate bound to H-protein after the decarboxylation of Gly and transfers the remaining one-carbon unit to tetrahydrofolate (Fujiwara et al., 1984) .
cDNA sequences for a11 of the subunits of the Gly cleavage system from bacteria, animals, and human have been reported including the T-protein from chicken (Okamura-Ikeda et al., 1992) , bovine (Okamura-Ikeda et al., 1991) , and human (Hayasaka et al., 1993) . Most of the cloning of plant Gly decarboxylase multienzyme complex components has been performed with pea, and the sequences of P, H, and L subunits have been published (Macherel et al., 1990; Tumer et al., 1992a, 199213) . This is the first report of successfully cloning a cDNA encoding the complete T-precursor protein in a plant species.
In comparison with the T-precursor protein from bovine, the nucleotide and derived amino acid sequences are 57.1 and 48.9% homologous, respectively. The mature T-protein from potato is 51.5% homologous with both human and bovine sequences and 48.7% with the T-protein from chicken. From Southern analysis of Solanum tuberosum genomic DNA, it is highly probable that T-protein is encoded by a single gene. 
